. Significant QTLs detected in the 'Orin' × 'Akane' F1 population in each year .
The peak with the highest LOD is presented as the QTL, followed by its position and the percentage of the phenotypic variance that it explained (% var.). a Asterisks (*, **, ***,****,*****) represent significance level of p < 0.10, <0.05, <0.01, <0.001,<0.0001respectively. b The significance of QTLs for traits with a non-normal distribution was confirmed using the Kruskal-Wallis (KW) single-locus analysis, using the nearest marker. Major QTLs that explained >20% variance are indicated in bold. QTLs undetected in the analyses using average value of data during 2 or 3 years ( 
